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either 

(i) a gene encoding a repressor protein under control of said inducible 

promoter; or 

(i\) a gene encoding an inhibitor of the disrupter gene specified at (d) 
felow under contro\ of said inducible promoter; 
KV / ( c ) a planr\developmental gene promoter sequence activated at a selected stage of 

plant development, whidh, in the case of (b)(i) above, includes an operator sequence 
recognized by said repressc»rprotein, the presence of which inactivates said plant 
developmental gene promoter-; 

(d) a gene encodinga protein-disrupter of a plant-characteristic, wherein said plant 
characteristic is either essential to plant growth or is a desired characteristic resulting from 
gene insertion, under the control of said plant developmental gene promoter sequence; 
wherein the presence or absence of the exogenous chemical inducer controls whether said 
characteristic is displayed in the plant, 

wherein said system does not act only\o disrupt the biosynthesis of viable pollen. 



27. An expression system as claimed in claim 2(5 where the plant characteristic controlled 
by the system is essential to plant growth, whereby th\\presence or absence of the exogenous 
chemical inducer allows either growth to maturity or causes growth to slow down or stop at 
said selected stage. 



18. y^n expression system as claimed in claim 26 or claim 27 wherein said inducible 
promoter sequence is functionally linked to and controls a repressor protein gene and in 



* 
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ijch the disrupter gene promoter includes an operator sequence recognized by said repressor 
(0* protein, so that in the presence of theSnducer the repressor protein is produced which 




the s 

teracts with the operator sequence disablit 
inhibiting expression of the disrupter gene. 



the plant developmental gene promoter and 




9. An expression syste^as^ claimed in claim 26, wherein the disrupter gene encodes a 
cyto^in^wju^^^r^ts^ell function^eading to cell death. 



30r**\ An expression systerrnrs" 
foJv^^ gene encodes a recombinase adapt 



recognition sequences. 




in any one of claims 26 or 27, wherein the disrupter 
ise a nucleotide sequence flanked by recombinase 




31 . An expression^y^te^as^c] aimed in any one of claims 26 or 27, wherein the disrupter 
gene encodes a nucleotide sequenee„adapted to inhibit an endogenous plant gene which is 
essential to plant development or an inserteS^ge^e conferring a desired characteristic on the 
plant. 



32. An expression system as claimedvn claim 31, wherein said nucleotide sequence is in 
antisense orientation to the gene to be inhibited and corresponds to less than the full length of 
said gene to be inhibited. 



endogenous plant gene essential to seed germinal 

3 




33. An expression' system as claimed in claim 3 1 m which |he gene to be inhibited is an 



nyseedling development. 
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34. An expression system as claityecNn claim, 33, wherein the gene to be inhibited or 
excised is an a-amylase gene. 



35. An expressioVsvstem as claimed in claim 26 in which said plant development 
promoter sequence is the promoter^of a gene normally active during germination or early 
seedling development. 



36. An expression system as claimedjn claim 35, wherein said promoter is the promoter 
of the malate synthase gene. 




37. . An expression system as claime^m^damp^wherein said promoter is the promoter 
of the germin gene. 



38. An expression system as claimed in claim 35, wherein said promoter is selected from 
the group consisting ofsthe gene promoters of glyoxysomal enzyme genes, aleutrone layer 
genes and carboxypeptidase genes. 



39. An expression system as c 1 aimed Jn claim 30, in which the recombinase gene is the 
FLP gene of the 2 micron plasmid of Saccharomvces ceravisiae and the recognition sequences 
are the FRT sequences which flank all or part of ananserted gene or its regulatory elements. 
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i 1 *s A.n expressibn.system as claimed in claim 30, wherein the recombinase gene is the 

6 h & 

f\ (I? Crj£ gene of bacteriophage P>aqd its recognition sequence or the lox sequences which flank 




11 or part of an inserted gene or its regulatory elements. 




4>. 
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An expression sysrem as claimed in claim 30, wherein the recombinase gene is the 
Activator transposase of Zea mays> 



42. An expression system as claimed in claim 26, wherein the inducible promoter is the 
promoter of the gene encoding the 27 kd protein of glutathione-S-transferase II. 




43. An expression system as claimed in claims 26, wherein said inducible promoter 
comprises the promoter of the AloA gene, the system further comprising a gene capable of 

ressing the AlcR protein alcA and alcR being obtainable from Aspergillus. 

44. An expression system as claimed in claim 26 which comprises a repressor protein 
gene, wherein said repressor protein gene encodes the lace repressor or a repressor used by 
434, P22 or lambdabacteriophages. 



45. An expression system as claimed in claim 26, which comprises a repressor protein 
gene, wherein said repressor protein is the tet repressor. 
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46. An Expression system as claimed in claim 26, wherein the disrupter gene encodes 
bamase and the^gene encoding the inhibitor of the disrupter gene contains the coding region 

\ 

of the barstar gene which on expression produces a protein inhibitor of barnase. 

47. A recombinant plant genome comprising an expression system as claimed in claim 26. 

48. . A plant having a recombinant genome as claimed in claim 47. 




49. A plant part having a recombinant genome as claimed in claim 47 



50. A plant cell having a recombinant genome as claimed in claim 47. 



5 1 . Protecte 

claim 26 comprising a gene capable 
development stage, wherein applica 



t germplasm comprising a plant engineered to comprise the gene of 

of inhibiting development of the plant beyond a selected 
ion of trTg^exogenous chemical inducer to the plant 



overcomes the inhibitory effect of the development inhibii 



ine. 




52. A plant or seed engineered to comprise the expression system of claim 26, which is 
incapable of growing to maturity comprising a genome which includes a genetic inhibitor of 
seed germination or plant development, theaeUvity of said inhibitor being regulatable by 
application of said exogenous chemical inducer.— 
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